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Figure S5. Sanger sequencing results for the incA::GlI(bla) locus. The incA locus was amplified from
ACEO051, DFCT3, and DFCT4 and cloned into pUC18 for Sanger sequencing. The wild-type locus matched the
sequence published for C. trachomatis 434/Bu (not shown) [40]. The sequencing results for the incA::GllI(bla)
locus for DCT3 and DFCT4 were identical. The incA ORF is shown in blue, the GII intron sequence is in red,
and the bla ORF is in green.



